[Phylogenetic analysis of two rhizobia new groups].
On the basis of numerical taxonomy, SDS-PAGE whole-cell protein analysis, 16S rDNA PCR-RFLP and DNA-DNA hybridization, the full length of 16SrDNA of two strains (XJ96060, XJ96408) were sequenced and compared with the 16S rDNA sequences of other members of the alpha 2 subclass of the Proteobacteria available from GenBank. An unrooted tree was produced to determine the phylogenetic relationships of two groups. The results showed that all strains were clustered into 6 branches, they were Sinorhizobium, Mesorhizobium, Agrobacterium-Rhizobium, Bradyrhizobium. Rhizobium, Azorhizobium. Group 1, 2 fell into Sinorhizobium branch.